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1 



ctt gtc aag gtc cac cca gaa gga aaa tat gtt gtt gac att gac aaa 
Leu Val Lys Val His Pro Glu Gly Lys Tyr Val Val Asp lie Asp Lys 
100 105 HO 

aat att gac att aca aag att act cca tec act aga gtt gca etc cgc 
Asn He Asp He Thr Lys He Thr Pro Ser Thr Arg Val Ala Leu Arg 



115 



120 125 



aac gac agt tat gtt ctt cac tta gtt ctg cca agt aaa gtt gat cca 
Asn Asp Ser Tyr Val Leu His Leu Val Leu Pro Ser Lys Val Asp Pro 

135 140 



130 



ttg gtc aat ctg atg aaa gtt gag aaa gtt ccc gat tct aca tat gac 
Leu Val Asn Leu Met Lys Val Glu Lys Val Pro Asp Ser Thr Tyr Asp 

155 160 



145 150 



tq att ggt ggt tta gac cag caa att aaa gaa ata aaa gag gtc att 
et He Gly Gly Leu Asp Gin Gin He Lys Glu He Lys Glu Val He 

170 175 



165 



gag eta cca ate aaa cat cct gag ctg ttt gaa agt ctt gga att gca 
Glu Leu Pro He Lys His Pro Glu Leu Phe Glu Ser Leu Gly He Ala 



180 



185 190 



caa cca aag ggt gtc ctg etc tat ggg cca cct ggt aca ggt aaa aca 
Gin Pro Lys Gly Val Leu Leu Tyr Gly Pro Pro Gly Thr Gly Lys Thr 



195 



200 205 



ttg ttg get agg gca gtg get cat cat act gac tgt aca ttc ate agg 
Leu Leu Ala Arg Ala Val Ala His His Thr Asp Cys Thr Phe He Arg 



210 



215 220 



atg tct agt tct gag tta gtt cag aaa tac att gga gaa ggt tct aga 
Val Ser Gly Ser Glu Leu Val Gin Lys Tyr He Gly Glu Gly Ser Arg 



225 230 



235 240 



atg gtc agg gaa ctt ttt gtt atg gec agg gaa cat get cca tea att 
Met Val Arg Glu Leu Phe Val Met Ala Arg Glu His Ala Pro Ser He 

250 255 



Met Val Arg 

245 



ate ttc atg gat gaa att gac agt att gga tct get egg atg gaa tct 
He Phe Met Asp Glu He Asp Ser He Gly Ser Ala Arg Met Glu Ser 
260 265 270 

gga agt ggc aac ggt gat agt gag gta cag cgt act atg ctg gaa ctt 
Glv Ser Gly Asn Gly Asp Ser Glu Val Gin Arg Thr Met Leu Glu Leu 
275 280 285 

etc aac cag ttg gat gga ttt gaa get tea aat aag ate aag gtt ttg 
Leu Asn Gin Leu Asp Gly Phe Glu Ala Ser Asn Lys lie Lys Val Leu 
290 295 30° 

atg gee acc aat egg att gat ate ctg gat caa gee etc ctt aga cca 
Met Ala Thr Asn Arg He Asp He Leu Asp Gin Ala Leu Leu Arg Pro 
305 310 315 320 

gga egg ata gac egg aaa att gaa ttt cca acc cct aat gaa gag tct 
Gly Arg He Asp Arg Lys He Glu Phe Pro Thr Pro Asn Glu Glu Ser 
325 330 335 



336 



384 



432 



480 



528 



576 



624 



672 



720 



768 



816 



864 



912 



960 



1008 



2 



egg ctg gat att ttg aaa ate cat tct aga aga atg aat tta atg cgt 1056 
Arg Leu Lp He Leu Lys He His Ser Arg Arg Met Asn Leu Met Arg 
340 345 350 



ggc att gat ttg aag aag att gec gag aag atg aat gga gca tct ggt 
Gly He Asp Leu Lys Lys He Ala Glu Lys Met Asn Gly Ala Ser Gly 
355 360 365 

act gaa ctt aag get gtt tgc act gaa get gga atg ttt get ttg agg 
Ala Glu Leu Lys Ala Val Cys Thr Glu Ala Gly Met Phe Ala Leu Arg 
370 375 380 

gag egg agg gta cac gtg act cag gag gat ttt gag atg gee gtg gcg 
Glu Arg Arg ?al His Val Thr Gin Glu Asp Phe Glu Met Ala Val Ala 
385 390 395 

aag gtg atg aaa aag gag act gaa aaa aac atg tea ttg egg aag ttg 
lys Val Me? Lys Lys Glu Thr Glu Lys Asn Met Ser Leu Arg Lys Leu 

405 410 

tgg aag 
Trp Lys 



<210> 2 

<211> 418 

<212> PRT 

<213> Glycine max 

<400> 2 

Met Ma Leu Val Gly Val Glu Leu Lys His Ala Ala Glu Gly Val Pro 
i ^ 10 J-- 3 



Glu Ala Asn Cys Ser Ala Lys Pro Thr Lys Gin Gly Glu Gly Leu Arg 
20 25 30 

His Tyr Tyr Ser Leu Asn lie His Glu His Gin Leu Leu Leu Arg Gin 
35 40 45 

Lys Thr His Asn Leu Asn Arg' Leu Glu Ala Gin Arg Asn Asp Leu Asn 

60 



50 



55 



Ser Arg Val Arg Met Leu Arg Glu Glu Leu Gin Leu Leu Gin Glu Pro 
65 70 75 

Gly Ser Tyr Val Gly Glu Val Val Lys Val Met Gly Lys Asn Lys Val 
85 90 95 

Leu Val Lys Val His Pro Glu Gly Lys Tyr Val Val Asp lie Asp Lys 
100 HO 



1104 



1152 



1200 



1248 



1254 



3 



Asn He Asp He Thr Lys He Thr Pro Ser Thr Arg Val Ala Leu Arg 
115 120 125 



Asn Asp Ser Tyr Val Leu His Leu Val Leu Pro Ser Lys Val Asp Pro 
130 135 140 



Leu Val Asn Leu Met Lys Val Glu Lys Val Pro Asp Ser Thr Tyr Asp 
145 150 155 160 



Met He Gly Gly Leu Asp Gin Gin He Lys Glu He Lys Glu Val He 
165 170 175 



Glu Leu Pro He Lys His Pro Glu Leu Phe Glu Ser Leu Gly He Ala 
180 185 190 



Gin Pro Lys Gly Val Leu Leu Tyr Gly Pro Pro Gly Thr Gly Lys Thr 
195 200 205 



Leu Leu Ala Arg Ala Val Ala His His Thr Asp Cys Thr Phe He Arg 
210 215 220 



Val Ser Gly Ser Glu Leu Val Gin Lys Tyr He Gly Glu Gly Ser Arg 
225 230 235 240 

Met Val Arg Glu Leu Phe Val Met Ala Arg Glu His Ala Pro Ser He 
245 250 255 



He Phe Met Asp Glu He Asp Ser He Gly Ser Ala Arg Met Glu Ser 
260 265 270 

Gly Ser Gly Asn Gly Asp Ser Glu Val Gin Arg Thr Met Leu Glu Leu 
275 280 285 

Leu Asn Gin Leu Asp Gly Phe Glu Ala Ser Asn Lys He Lys Val Leu 
290 295 300 



Met Ala Thr Asn Arg He Asp He Leu Asp Gin Ala Leu Leu Arg Pro 

305 310 315 320 

Gly Arg He Asp Arg Lys He Glu Phe Pro Thr Pro Asn Glu Glu Ser 
325 330 335 



Arg Leu Asp He Leu Lys He His Ser Arg Arg Met Asn Leu Met Arg 
340 345 350 



4 



Gly He Asp Leu Lys Lys He Ala Glu Lys Met Asn Gly Ala Ser Gly 



355 



360 



Ala Glu Leu Lys Ala Val Cys Thr Glu Ala Gly Met Phe Ala Leu Arg 

375 380 



370 



Glu Arg Arg 
385 



Val His Val Thr Gin Glu Asp Phe Glu Met Ala Val Ala 
390 395 400 



Lys Val Met Lys Lys Glu Thr Glu Lys Asn Met Ser Leu Arg Lys Leu 
405 410 



Trp Lys 



<210> 3 

<211> H48 

<212> DNA 

<213> Zea mays 

<220> 

<221> CDS 

<222> (3).. (1148) 

<223> 



Tflla cac ate cat gac ctg cag etc cag ate egg cag aag ace eat 47 
g Glu Ss fie His Asp Leu Gin Leu Gin lie Arg Gin Lys Thr His 



1 5 10 



aac etc aae ege etc gag gee eag egc aae gac etc aae tee ega gtt 
Asn Leu Asn Arg Leu Glu Ala Gin Arg Asn Asp Leu Asn Ser Arg Val 



20 



25 



aga atg etc agg gaa gag ttg eag ttg ett caa gag cct gge tea tat 
Kg Me? Leu Arg Glu Glu Leu Gin Leu Leu Gin Glu Pro Gly Ser Tyr 



35 



40 



att qqt gag gtg gtg aag gtc atg ggg aaa tea aag gtt ctg gtg aag 
III It g!u Sal Sal Lys Val Met Gly Lys Ser Lys Val Leu Val Lys 
50 " 60 

ata eat cce gaa gge aaa tat gtg gtg gat ata gat aag age att gat 
111 Sis Pro Glu Gry Lys Tyr Val Val Asp He Asp Lys Ser He Asp 



65 



ate act aaq ate aca cct tea aca aga gtt get ctt egg aat gac age 
fie ?hr Tys Tie Thr Pro Ser Thr Arg Val Ala Leu Arg Asn Asp Ser 



80 



85 



i-af ata etc cat ctg ate eta cca age aaa gtt gat cca ttg gtc aat 
Tyr Mel Leu Ms Leu He Leu Pro Ser Ly, Val Asp Pro Leu Val Asn 



95 



143 



191 



239 



287 



335 



100 



5 



etc atg aaa 
Leu Met Lys 



ggc ctt gac 
Gly Leu Asp 
130 

ate aaa cat 
lie Lys His 
145 

ggt gtc ctt 
Gly Val Leu 
160 

cgt gcg gtt 
Arg Ala Val 



tct gag ttg 
Ser Glu Leu 



gaa etc ttt 
Glu Leu Phe 
210 

gat gaa att 
Asp Glu lie 
225 

aac ggt gac 
Asn Gly Asp 
240 

etc gat ggt 
Leu Asp Gly 



aac aga ata 
Asn Arg lie 



gac agg aag 
Asp Arg Lys 
290 

ate ttg aag 
lie Leu Lys 
305 

ctg aaa aag 
Leu Lys Lys 
320 

aag gec gtc 
Lys Ala Val 




gtt gag aag 
Val Glu Lys 
115 

cag caa att 
Gin Gin He 



ccg gaa ctg 
Pro Glu Leu 



ctt tat gga 
Leu Tyr Gly 
165 

get cat cac 
Ala His His 
180 

gtt cag aag 
Val Gin Lys 
195 

gtt atg gee 
Val Met Ala 



gac tct ate 
Asp Ser He 



agt gaa gtt 
Ser Glu Val 
245 

ttt gaa gca 
Phe Glu Ala 
260 

gac att ttg 
Asp He Leu 
275 

att gaa ttt 
He Glu Phe 



ate cat tea 
He His Ser 



ate gcg gaa 
He Ala Glu 
325 

tgc aca gag 
Cys Thr Glu 
340 



gtt ccg gat 
Val Pro Asp 
120 

aaa gag ate 
Lys Glu He 
135 

ttt gag age 
Phe Glu Ser 
150 

cct ccg ggc 
Pro Pro Gly 



act gac tgc 
Thr Asp Cys 



tat att ggt 
Tyr He Gly 
200 

agg gaa cat 
Arg Glu His 
215 

gga tct get 
Gly Ser Ala 
230 

cag cgt act 
Gin Arg Thr 



tea aac aaa 
Ser Asn Lys 



gat caa gee 
Asp Gin Ala 
280 

cca aat cct 
Pro Asn Pro 
295 

aga aaa atg 
Arg Lys Met 
310 

aag atg aat 
Lys Met Asn 



get gga atg 
Ala Gly Met 



tct acc tat 
Ser Thr Tyr 



aaa gag gtc 
Lys Glu Val 



ctt gga att 
Leu Gly He 
155 

aca gga aag 
Thr Gly Lys 
170 

acc ttc ate 
Thr Phe He 
185 

gag ggc tec 
Glu Gly Ser 



gca cca tec 
Ala Pro Ser 



aga atg gag 
Arg Met Glu 
235 

atg ctt gaa 
Met Leu Glu 
250 

att aag gtt 
He Lys Val 
265 

ctt ctg agg 
Leu Leu Arg 



aac gag gat 
Asn Glu Asp 



aac ttg atg 
Asn Leu Met 
315 

ggg gec tea 
Gly Ala Ser 
330 

ttt get ctt 
Phe Ala Leu 
345 




gat atg att 
Asp Met He 
125 

att gag ctt 
He Glu Leu 
140 

gcg caa cca 
Ala Gin Pro 



aca ttg ttg 
Thr Leu Leu 



agg gtg tct 
Arg Val Ser 
190 

egg atg gtt 
Arg Met Val 
205 

att ata ttt 
He He Phe 
220 

tct gga act 
Ser Gly Thr 



ctt eta aac 
Leu Leu Asn 



ttg atg gca 
Leu Met Ala 
270 

cct ggc cgc 
Pro Gly Arg 
285 

tea cgt ttc 
Ser Arg Phe 
300 

cgt ggc att 
Arg Gly He 



gga get gag 
Gly Ala Glu 



cgt gag aga 
Arg Glu Arg 
350 



gga 383 
Gly 



cca 431 
Pro 



aag 479 
Lys 



gca 527 

Ala 

175 

ggt 575 
Gly 



agg 623 
Arg 



atg 671 
Met 



ggc 719 
Gly 



cag 767 

Gin 

255 

acg 815 
Thr 



ata 863 
He 



gat 911 
Asp 



gat 959 
Asp 



etc 1007 

Leu 

335 

agg 1055 
Arg 



6 



n+n rac att acc cag gag gac ttc gag atg gca gtg gcc aag gtg atg 
?al His Val ?hr Gin Glu Asp Phe Glu Met Ala Val Ala Lys Val Met 
355 360 365 

aag aaa gac acg gag aag aac atg tec ctg cgc aag etc tgg aag 
Lys Lys Asp Thr Glu Lys Asn Met Ser Leu Arg Lys Leu Trp Lys 
370 375 380 



1103 



1148 



<210> 4 

<211> 382 

<212> PRT 

<213> Zea mays 

<400> 4 

Glu His lie His Asp Leu Gin Leu Gin He Arg Gin Lys Thr His Asn 
! 5 10 

Leu Asn Arg Leu Glu Ala Gin Arg Asn Asp Leu Asn Ser Arg Val Arg 



20 



Met Leu Arg Glu Glu Leu Gin Leu Leu Gin Glu Pro Gly Ser Tyr Val 

40 4b 



35 



Gly Glu Val Val Lys Val Met Gly Lys Ser Lys Val Leu Val Lys Val 
50 " 60 

His Pro Glu Gly Lys Tyr Val Val Asp lie Asp Lys Ser He Asp lie 



65 



Thr Lys He Thr Pro Ser Thr Arg Val Ala Leu Arg Asn Asp Ser Tyr 



90 



Met Leu 



His Leu He Leu Pro Ser Lys Val Asp Pro Leu Val Asn Leu 



100 



105 



110 



Met Lys Val Glu Lys Val Pro Asp Ser Thr Tyr Asp Met He Gly Gly 
115 I 20 125 

Leu Asp Gin Gin He Lys Glu He Lys Glu Val He Glu Leu Pro lie 
130 135 140 

Lys His Pro Glu Leu Phe Glu Ser Leu Gly He Ala Gin Pro Lys Gly 
145 150 

Val Leu Leu Tyr Gly Pro Pro Gly Thr Gly Lys Thr Leu Leu Ala Arg 

no i'5 



7 



Ala Val Ala His His Thr Asp Cys Thr Phe He Arg Val Ser Gly Ser 



180 



Glu Leu Val Gin Lys Tyr He Gly Glu Gly Ser Arg Met Val Arg Glu 
195 200 205 



Leu Phe Val Met Ala Arg Glu His Ala Pro Ser lie He Phe Met Asp 
210 215 220 

Glu lie Asp Ser He Gly Ser Ala Arg Met Glu Ser Gly Thr Gly Asn 
225 230 235 

Gly Asp Ser Glu Val Gin Arg 'Thr Met Leu Glu Leu Leu Asn Gin Leu 

245 250 

Asp Gly Phe Glu Ala Ser Asn Lys lie Lys Val Leu Met Ala Thr Asn 



260 265 



Arg He Asp He Leu Asp Gin Ala Leu Leu Arg Pro Gly Arg lie Asp 

280 



275 



Arg Lys He Glu Phe Pro Asn Pro Asn Glu Asp Ser Arg Phe Asp He 

295 300 



290 



Leu Lys He His Ser Arg Lys Met Asn Leu Met Arg Gly He Asp Leu 
305 310 315 

Lys Lys He Ala Glu Lys Met Asn Gly Ala Ser Gly Ala Glu Leu Lys 
325 330 

Ala Val Cys Thr Glu Ala Gly Met Phe Ala Leu Arg Glu Arg Arg Val 
His Val Thr Gin Glu Asp Phe Glu Met Ala Val Ala Lys Val Met Lys 



355 



360 365 



Lys Asp Thr Glu Lys Asn Met Ser Leu Arg Lys Leu Trp Lys 
370 375 380 



<210> 5 

<211> 1358 

<212> DNA 

<213> Zea mays 



8 



cccaagccaa caagcaagac cgcttctgct tgtgatccga aacctttctt cgaacgcaaa 
aagaacccca cccgacgtac cgcgagccgg cgatggcgac ggtggcgatg gacatctcga 
agcccacgcc ggcagcgtcc ggtgacgagg cagcagcggc ggcgaagggg aggagcggcg 
gcgggggcga ggggctgcgg cagtactacc tgcagcacat ccatgacctg cagctccaga 
tccggcagaa gacccataac ctcaaccgcc tcgaggccca gcgcaacgac ctcaactccc 
gagttagaat gctcagggaa gagttgcagt tgcttcaaga gcctggctca tatgttggtg 
aggtggtgaa ggtcatgggg aaatcaaagg ttctggtgaa ggtacatccc gaaggcaaat 
atgtggtgga tatagataag agcattgata tcactaagat cacaccttca acaagagttg 
ctcttcggaa tgacagctat atgctccatc tgatcctacc aagcaaagtt gatccattgg 
tcaatctcat gaaagttgag aaggttccgg attctaccta tgatatgatt ggaggccttg 
accagcaaat taaagagatc aaagaggtca ttgagcttcc aatcaaacat ccggaactgt 
ttgagagcct tggaattgcg caaccaaagg gtgtccttct ttatggacct ccgggcacag 
gaaagacatt gttggcacgt gcggttgctc atcacactga ctgcaccttc atcagggtgt 
ctggttctga gttggttcag aagtatattg gtgagggctc ccggatggtt agggaactct 
ttgttatggc cagggaacat gcaccatcca ttatatttat ggatgaaatt gactctatcg 
gatctgctag aatggagtct ggaactggca acggtgacag tgaagttcag cgtactatgc 
ttgaacttct aaaccagctc gatggttttg aagcatcaaa caaaattaag gttttgatgg 
caacgaacag aatagacatt ttggatcaag cccttctgag gcctggccgc atagacagga 
agattgaatt tccaaatcct aacgaggatt cacgtttcga tatcttgaag atccattcaa 
gaaaaatgaa cttgatgcgt ggcattgatc tgaaaaagat cgcggaaaag atgaatgggg 
cctcaggagc tgagctcaag gccgtctgca cagaggctgg aatgtttgct cttcgtgaga 
gaagggtgca cgttacccag gaggacttcg agatggcagt ggccaaggtg atgaagaaag 
acacggagaa gaacatgtcc ctgcgcaagc tctggaag 



<210> 6 

<211> 422 

<212> PRT 

<213> Zea mays 

<400> 6 



180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1358 



Met Ala Thr Val Ala Met Asp He Ser Lys Pro Thr Pro Ala Ala Ser 

, CL 10 



9 



* 



Gly Asp Glu Ala Ala Ala Ala Al, Lys Gly Atg Ser Gly Gly Gly Gly 

20 25 



Glu Gly Leu Arg 
35 



Gin Tyr Tyr Leu Gin His lie His Asp Leu Gin Leu 



40 



45 



Gl 



n He Arg Gin Lys Thr His Asn Leu Asn Arg Leu Glu Ala Gin Arg 



50 



55 



Asn Asp Leu Asn Ser Arg Val Arg Met Leu Arg Glu Glu Leu Gin Leu 
65 70 75 

Leu Gin Glu Pro Gly Ser Tyr Val Gly Glu Val Val Lys Val Met Gly 



Lys Ser Lys Val Leu Val Lys Val Hi 
100 10 



Val Lys Val His Pro Glu Gly Lys Tyr Val Val 



110 



Asp lie Asp Lys Ser He Asp He Thr Lys He Thr Pro Ser Thr Arg 



115 



120 



His Leu He Leu Pro Ser 



Val Ala Leu Arg Asn Asp Ser Tyr Met Leu Hxs Leu 
130 I 40 

Lys Val Asp Pro Leu Val Asn Leu Met Lys Val Glu Lys Val Pro Asp 
145 150 155 

Ser Thr Tyr Asp Met He Gly Gly Leu Asp Gin Gin He Lys Glu He 

Lys Glu Val He Glu Leu Pro He Lys His Pro Glu Leu Phe Glu Ser 

180 185 

Leu Gly He Ala Gin Pro Lys Gly Val Leu Leu Tyr Gly Pro Pro Gly 



195 



Thr Gly Lys Thr Leu Leu 
210 



Ala Arg Ala Val Ala His His Thr Asp Cys 



215 



220 



Thr Phe He Arg Val Ser Gly Ser Glu Leu Val Gin Lys Tyr He Gly 
225 230 235 

Glu Gly Ser Arg Met Val Arg Glu Leu Phe Val Met Ala Arg Glu His 



245 



10 



Ala Pro Ser He He Phe Met Asp 



Glu He Asp Ser He Gly Ser Ala 



260 



265 



270 



Arg Met Glu Ser Gly Thr Gly Asn Gly Asp Ser Glu Val Gin Arg Thr 

^ r\ ZO J 



275 



280 



Met Leu Glu Leu Leu Asn Gin Leu Asp Gly Phe Glu Ala Ser Asn Lys 
290 295 300 



He Lys Val Leu Met Ala Thr Asn Arg He Asp lie Leu Asp Gin Ala 



305 



310 



315 



Leu Leu Arg Pro Gly Arg lie Asp Arg Lys He Glu Phe Pro Asn Pro 



325 



330 



Asn Glu Asp Ser Arg Phe Asp He Leu Lys lie His Ser Arg Lys Met 



340 



345 



Asn Leu Met Arg Gly He Asp Leu Lys Lys He Ala Glu Lys Met Asn 
355 360 365 



Gly Ala Ser Gly Ala Glu Leu Lys Ala Val Cys Thr Glu Ala Gly Met 

375 380 



370 



Phe Ala Leu Arg Glu Arg Arg Val His Val Thr Gin Glu Asp Phe Glu 



385 



390 



Met Ala Val Ala Lys Val Met Lys Lys Asp Thr Glu Lys Asn Met Ser 
405 410 



Leu Arg Lys Leu Trp Lys 
420 



<210> 7 

<211> 406 

<212> PRT 

<213> Mus musculus 

<400> 7 



Met Ala Leu Asp Gly Pro Glu Gin Met Glu Leu Glu Glu Gly Lys Ala 
c. 10 



Gly Ser Gly Leu Arg Gin Tyr Tyr Leu Ser Lys lie Glu Glu Leu Gin 



20 



25 



11 



# 



Leu lie Val Asn Asp Lys Ser Gin Asn Leu Arg Arg Leu Gin Ala Gin 
35 40 45 



Arg Asn Glu Leu Asn Ala Lys Val Arg Leu Leu Arg Glu Glu Leu Gin 
50 55 60 



Leu Leu Gin Glu Gin Gly Ser Tyr Val Gly Glu Val Val Arg Ala Met 
65 70 75 80 



Asp Lys Lys Lys Val Leu Val Lys Val His Pro Glu Gly Lys Phe Val 
85 90 95 



Val Asp Val Asp Lys Asn lie Asp lie Asn Asp Val Thr Pro Asn Cys 
100 105 110 



Arg Val Ala Leu Arg Asn Asp Ser Tyr Thr Leu His Lys lie Leu Pro 
115 120 125 



Asn Lys Val Asp Pro Leu Val Ser Leu Met Met Val Glu Lys Val Pro 
130 135 140 



Asp Ser Thr Tyr Glu Met lie Gly Gly Leu Asp Lys Gin lie Lys Glu 
145 150 155 160 



lie Lys Glu Val lie Glu Leu Pro Val Lys His Pro Glu Leu Phe Glu 
165 170 175 



Ala Leu Gly lie Ala Gin Pro Lys Gly Val Leu Leu Tyr Gly Pro Pro 
180 185 190 



Gly Thr Gly Lys Thr Leu Leu Ala Arg Ala Val Ala His His Thr Asp 
195 200 205 



Cys Thr Phe lie Arg Val Ser Gly Ser Glu Leu Val Gin Lys Phe lie 
210 215 220 



Gly Glu Gly Ala Arg Met Val Arg Glu Leu Phe Val Met Ala Arg Glu 
225 230 235 240 



His Ala Pro Ser lie lie Phe Met Asp Glu lie Asp Ser lie Gly Ser 
245 250 255 



Ser Arg Leu Glu Gly Gly Ser Gly Gly Asp Ser Glu Val Gin Arg Thr 
260 265 270 



12 



Met Leu Glu Leu Leu Asn Gin Leu Asp Gly Phe Glu Ala Thr Lys Asn 
275 280 285 

He Lys Val He Met Ala Thr Asn Arg He Asp He Leu Asp Ser Ala 
290 295 300 

Leu Leu Arg Pro Gly Arg He Asp Arg Lys He Glu Phe Pro Pro Pro 
305 310 315 320 

Asn Glu Glu Ala Arg Leu Asp He Leu Lys He His Ser Arg Lys Met 
325 330 335 



Asn Leu Thr Arg Gly He Asn Leu Arg Lys He Ala Glu Leu Met Pro 
340 345 350 

Gly Ala Ser Gly Ala Glu Val Lys Gly Val Cys Thr Glu Ala Gly Met 
355 360 365 

Tyr Ala Leu Arg Glu Arg Arg Val His Val Thr Gin Glu Asp Phe Glu 
370 375 380 

Met Ala Val Ala Lys Val Met Gin Lys Asp Ser Glu Lys Asn Met Ser 
385 390 395 400 



He Lys Lys Leu Trp Lys 
405 



<210> 8 
<211> 405 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 8 

Met Thr Ala Ala Val Thr Ser Ser Asn He Val Leu Glu Thr His Glu 
15 10 15 



Ser Glv He Lys Pro Tyr Phe Glu Gin Lys He Gin Glu Thr Glu Leu 
20 25 30 

Lys He Arg Ser Lys Thr Glu Asn Gly Arg Arg Leu Glu Ala Gin Arg 
35 40 45 

Asn Ala Leu Asn Asp Lys Val Arg Phe He Lys Asp Glu Leu Arg Leu 
50 55 60 



13 



Leu Gin Glu Pro Gly Ser Tyr Val Gly Glu Val He Lys He Val Ser 
65 70 75 

Asp Lys Lys Val Leu Val Lys Val Gin Pro Glu Gly Lys Tyr lie Val 



85 



Asp Val Ala Lys Asp He Asn Val Lys Asp Leu Lys Ala Ser Gin Arg 
100 105 HO 

Val Cys Leu Arg Ser Asp Ser Tyr Met Leu His Lys Val Leu Glu Asn 
115 120 125 

Lvs Ala Asp Pro Leu Val Ser Leu Met Met Val Glu Lys Val Pro Asp 
130 135 I 40 

Ser Thr Tyr Asp Met Val Gly Gly Leu Thr Lys Gin He Lys Glu He 



145 



150 155 I 60 



Lys Glu Val He Glu Leu Pro Val Lys His Pro Glu Leu Phe Glu Ser 

Leu Gly He Ala Gin Pro Lys Gly Val He Leu Tyr Gly Pro Pro Gly 
180 185 190 

Thr Gly Lys Thr Leu Leu Ala Arg Ala Val Ala His His Thr Asp Cys 



195 



200 205 



Lys Phe lie Arg Val Ser Gly Ala Glu Leu Val Gin Lys Tyr He Gly 
210 2 15 220 

Glu Gly Ser Arg Met Val Arg Glu Leu Phe Val Met Ala Arg Glu His 
225 2 30 235 

Ala Pro Ser He He Phe Met Asp Glu He Asp Ser He Gly Ser Thr 
245 250 

Arg Val Glu Gly Ser Gly Gly Gly Asp Ser Glu Val Gin Arg Thr Met 



260 



Leu Glu Leu Leu Asn Gin Leu Asp Gly Phe Glu Thr Ser Lys Asn He 
275 280 285 

Lys lie He Met Ala Thr Asn Arg Leu Asp He Leu Asp Pro Ala Leu 



290 



295 



14 



Leu Arg Pro Gly Arg He Asp Arg Lys He Gl 

310 - 51 



le Glu Phe Pro Pro Pro Ser 



305 



5 



320 



Val Ala Ala Arg Ala Glu He Leu Arg lie His Ser Arg Lys Met Asn 



325 



330 



L eu Thr Arg Gly He Asn Leu Arg Lys Val Ala Glu Lys Met Asn Gly 

340 34b 

Cys Ser Gly Ala Asp Val Lys Gly Val Cys Thr Glu Ala Gly Met Tyr 

355 360 



Ala Leu Arg 
370 



Glu Arg Arg He His Val Thr Gin Glu Asp Phe Glu Leu 



375 



380 



Ma Val Gly Lys Val Met Asn Lys Asn Gin Glu Thr Ala He Ser Val 
385 390 395 



Ala Lys Leu Phe Lys 
405 



<210> 9 

<211> 406 

<212> PRT 

<213> Homo sapiens 

<400> 9 



Met 
1 



Ala Leu Asp Gly Pro Glu Gin Met Glu Leu Glu Glu Gly Lys Ala 
5 10 

Gly Ser Gly Leu Arg Gin Tyr Tyr Leu Ser Lys He Glu Glu Leu Gin 

20 25 

Leu lie Val Asn Asp Lys Ser Gin Asn Leu Arg Arg Leu Gin Ala Gin 
35 40 45 

Arg Asn Glu Leu Asn Ala Lys Val Arg Leu Leu Arg Glu Glu Leu Gin 

50 55 

Leu Leu Gin Glu Gin Gly Ser Tyr Val Gly Glu Val Val Arg Ala Met 
65 ™ 75 

Asp Lys Lys Lys Val Leu Val Lys Val His Pro Glu Gly Lys Phe Val 



85 90 



15 



Val Asp Val Asp Lys Asn He Asp He Asn Asp Val Thr Pro Asn Cys 
100 105 



Arg Val Ala Leu Arg Asn Asp 



Ser Tyr Thr Leu His Lys He Leu Pro 



115 



120 



125 



Asn Lys Val Asp Pro Leu Val Ser Leu Met Met Val Glu Lys Val Pro 
130 135 140 

Asp Ser Thr Tyr Glu Met He Gly Gly Leu Asp Lys Gin He Lys Glu 
145 150 i55 

He Lys Glu Val He Glu Leu Pro Val Lys His Pro Glu Leu Phe Glu 
165 I 70 

Ala Leu Gly He Ala Gin Pro Lys Gly Val Leu Leu Tyr Gly Pro Pro 
180 185 I 90 

Gly Thr Gly Lys Thr Leu Leu Ala Arg Ala Val Ala His His Thr Asp 
195 200 205 



Cys Thr Phe He Arg Val Ser Gly Ser Glu Leu Val Gin Lys Phe He 



210 



215 



Gly Glu Gly Ala Arg Met Val Arg 



Val Arg Glu Leu Phe Val Met Ala Arg Glu 



225 



230 



235 



240 



His Ala Pro Ser He He Phe Met Asp Glu He Asp Ser He Gly Ser 



245 



250 



Ser Arg Leu Glu Gly Gly Ser Gly Gly Ser Ser Glu Val Gin Arg Gin 
— ~ 265 1 /u 



260 



Met Leu Glu Leu Leu Asn Gin Leu Asp Gly Phe Glu Ala Thr Lys Asn 

280 285 



275 



Asn Arg He Asp Met Leu Asp Ser Ala 



He Lys Val He Met Ala Thr Asn Arg 

290 295 300 



Leu Leu Arg Pro Gly Arg He Asp Arg Lys He Glu Phe Pro Pro Pro 
305 310 



Asn Glu Glu Ala Arg Leu Asp He Leu Lys He His Ser Arg Lys Met 
325 330 ■ 3JD 



16 



Asn Leu Thr Arg Gly He Asn Leu Arg Lys He Ala Glu Leu Met Pro 



340 



Gly Ala Ser Gly Ala Glu Val Lys Gly Val Cys Thr Glu Ala Gly Met 
355 360 365 

Tyr Ala Leu Arg Glu Arg Arg Val His Val Thr Gin Glu Asp Phe Glu 
370 375 380 

Met Ala Val Ala Lys Val Met Gin Lys Asp Ser Glu Lys Asn Met Ser 



385 



390 



395 



lie Lys Lys Leu Trp Lys 
405 



<210> 10 

<211> 406 

<212> PRT 

<213> Homo sapiens 

<400> 10 



Met Ala Leu Asp Gly Pro Glu Gin Met Glu Leu Glu Glu Gly Lys Ala 

iz 10 1D 



Gly Ser Gly Leu Arg Gin Tyr Tyr Leu Ser Lys He Glu Glu Leu Gin 

Leu lie Val Asn Asp Lys Ser Gin Asn Leu Arg Arg Leu Gin Ala Gin 
35 40 45 

Arg Asn Glu Leu Asn Ala Lys Val Arg Leu Leu Arg Arg Glu Leu Gin 



50 



55 



Leu Leu Gin Glu Gin Gly Ser Tyr Val Gly Glu Val Val Arg Ala Met 
65 ™ 75 

Asp Lys Lys Lys Val Leu Val Lys Val His Pro Glu Gly Lys Phe Val 



85 



Val Asp Val Asp Lys Asn He Asp He Asn Asp Val Thr Pro Asn Cys 
100 105 110 

Arg Val Ala Leu Arg Asn Asp Ser Tyr Thr Leu His Lys He Leu Pro 
115 120 125 



17 



• 



R s„ Lys Val Asp Pro Leu val S.r Leu M.t Met Val Glu Lys val Pro 

130 135 

Asp Ser Thr Tyr Glu Met lie Gly Gly Leu Asp Lys Gin He Lys Glu 

145 ibU 

Ile Lys Glu Val He Glu Leu Pro Val Lys His Pro Glu Leu Phe Glu 

165 170 

Ma Leu Gly He Ala Gin Pro Lys Gly Val Leu Leu Tyr Gly Pro Pro 

180 iyb 

Gly Thr Gly Lys Thr Leu Leu Ala Arg Ala Val Ala His His Thr Asp 

195 200 

Cys Thr Phe lie Arg Val Ser Gly Ser Glu Leu Val Gin Lys Phe He 

210 215 

Val Arg Glu Leu Phe Val Met Ala Arg Glu 



Gly Glu Gly Ala Arg Met Val Arg 



225 



230 



His Ala Pro Ser He lie Phe Met Asp Glu He Asp Ser He Gly Ser 



245 



250 



Ser Arg 



Leu Glu Gly Gly Ser Gly Gly Asp Ser Glu Val Gin Arg Thr 

265 



260 



Met Leu Glu Leu Leu Asn Gin Leu Asp Gly Phe Glu Ala Thr Lys Asn 



275 



280 



lie Lys Val He Met Ala Thr Asn Arg He Asp lie Leu Asp Ser Ala 

290 295 

L eu Leu Arg Pro Gly Arg He Asp Arg Lys lie Glu Phe Pro Pro Pro 

310 31b 



305 



A sn Glu Glu Ala Arg Leu Asp He Leu Lys He His Ser Arg Lys Met 

325 330 



Asn Leu Thr Arg Gly He Asn Leu Arg Lys He Ala Glu Leu Met Pro 

340 34b 

Gly Ala Ser Gly Ala Glu Val Lys Gly Val Cys Thr Glu Ala Gly Met 



355 



360 



18 



Tyr Ala Leu Arg Glu Arg Arg Val His Val Thr Gin Glu Asp Phe Glu 



370 



375 



Met Ala Val Ala Lys Val Met Gin Lys Asp Ser Glu Lys Asn Met Ser 



385 



390 



He Lys Lys Leu Trp Lys 
405 



<210> 11 

<211> 548 

<212> DNA 

<213> Triticum aestivum 
<220> 

<221> unsure 

<222> (262) 

<223> n = a, g, c or t 



<220> 

<221> unsure 

<222> (271) 

<223> n - a, g, c or t 



<220> 

<221> unsure 

<222> (293) 

<223> n = a, g, c or t 



<220> 

<221> unsure 

<222> (331) 

<223> n = a, g, c or t 



<220> 

<221> unsure 

<222> (355) . . (356) 

<223> n - a, g, c or t 



<220> 

<221> unsure 

<222> (373) 

<223> n = a, g, c or t 



<220> 

<221> unsure 

<222> (384) 

<223> n = a, g, c or t 



19 



<220> 

<221> unsure 

<222> (387) 

<223> n = a, g, c or t 



<220> 

<221> unsure 

<222> (391) 

<223> n - a, g, c or t 



<220> 

<221> unsure 

<222> (398) 

<223> n = a, g, c or t 



<220> 

<221> unsure 

<222> (405) 

<223> n = a, g, c or t 



<220> 

<221> unsure 

<222> (407) 

<223> n = a, g, c or t 



<220> 

<221> unsure 

<222> (418) 

<223> n = a, g, c or t 



<220> 

<221> unsure 

<222> (425) 

<223> n - a, g, c or t 



<220> 

<221> unsure 

<222> (427) . . (428) 

<223> n - a, g, c or t 



<220> 

<221> unsure 

<222> (453) . . (454) 

<223> n = a, g, c or t 



<220> 

<221> unsure 

<222> (473) 

<223> n = a, g, c or t 



<220> 

<221> unsure 

<222> (497) 

<223> n = a, g, c or t 



<220> 

<221> unsure 

<222> (518) 

<223> n = a, g, c or t 



<220> 

<221> unsure 

<222> (526) . . (527) 

<223> n - a, g, c or t 



<220> 

<221> unsure 

<222> (541) 

<223> n = a, g, c or t 



<400> 11 
ccccgaccga 

ctccagtggc 

gcgaggggct 

ataagaccca 

gaatgctcag 

gaaggcatgg 

tgatataaat 

atacnanngc 

tcctgatcac 

naaaacgg 



cctaccctaa 

gtccggcgac 

gcggcagtac 

caacctcaac 

ggaagattgc 

ggaaatcaaa 

aanccattga 

ccatctgttt 

ataaaanctt 



tcggcgatgg 

gaggccgcgg 

tacctgcagc 

cgtctcgagg 

anttgcttca 

ggttctgggt 

ttcncangtt 

taccaccaaa 

tggggcctgc 



cgacggtggc 

cggcggccaa 

acatccacga 

cccagcgcaa 

ngagcctggc 

naaggtaaac 

nacacctnca 

ttnncattgg 

cacccttnag 



gatggacatc 

ggggaggagc 

cctgcagctc 

tgacctcaac 

tcatatgttg 

cccgaaggca 

acaanancgc 

caaccccatg 

aaatanngtt 



tcgaagccca 

ggcggagggg 

cagatccggc 

tcccgagtta 

gtnaggtggt 

aatannttgt 

cttcgaantg 

aanttaaaag 

cttgtttcaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
548 



<210> 12 

<211> 115 

<212> PRT 

<213> Triticuiti aestivum 



<220> 

<221> UNSURE 

<222> (78) . . (79) 

<223> Xaa = ANY AMINO ACID 



<220> 

<221> UNSURE 



21 



<222> (82) 

<223> Xaa - ANY AMINO ACID 



<220> 

<221> UNSURE 

<222> (90) 

<223> Xaa = ANY AMINO ACID 



<220> 

<221> UNSURE 

<222> (HO) . - (HI) 

<223> Xaa = ANY AMINO ACID 



<400> 12 



Met Ala Thr Val Ala Met Asp He Ser Lys Pro Thr Pro Val Ala Ser 
1 5 10 

Gly Asp Glu Ala Ala Ala Ala Ala Lys Gly Arg Ser Gly Gly Gly Gly 
20 25 30 

Glu Gly Leu Arg Gin Tyr Tyr Leu Gin His He His Asp Leu Gin Leu 
35 40 45 



Gin lie Arg His Lys Thr His Asn Leu Asn Arg Leu Glu Ala Gin Arg 
50 



55 60 



Asn Asp Leu Asn Ser Arg Val Arg Met Leu Arg Glu Asp Xaa Xaa Leu 
65 ^O 75 

Leu Xaa Glu Pro Gly Ser Tyr Val Gly Xaa Val Val Lys Ala Trp Gly 
85 90 95 

Asn Gin Arg Phe Trp Val Lys Val Asn Pro Glu Gly Lys Xaa Xaa Val 
100 HO 



Asp He Asn 
115 



<210> 13 

<211> 593 

<212> DNA 

<213> Oryza sativa 

<220> 

<221> unsure 

<222> (149) 

<223> n = a, c, g or t 



22 



<220> 

<221> unsure 

<222> (206) 

<223> n = a, c, g or t 



<220> 

<221> unsure 

<222> (217) 

<223> n - a, c, g or t 



<220> 

<221> unsure 

<222> (299) 

<223> n - a, c, g or t 



<220> 

<221> unsure 

<222> (325) 

<223> n = a, c, g or t 



<220> 

<221> unsure 

<222> (354) 

<223> n = a, c, g or t 



<220> 

<221> unsure 

<222> (412) 

<223> n = a, c, g or t 



<220> 

<221> unsure 

<222> (478) 

<223> n = a, c, g or t 



<220> 

<221> unsure 

<222> (493) 

<223> n = a, c, g or t 



<220> 

<221> unsure 

<222> (498) 

<223> n = a, c, g or t 



<220> 

<221> unsure 

<222> (521) 

<223> n «= a, c, g or t 



23 



<220> 

<221> unsure 

<222> (558) 

<223> n = a, c, g or t 



<220> 

<221> unsure 

<222> (571) 

<223> n = a, c, g or t 



<220> 

<221> unsure 

<222> (584) . . (585) 

<223> n = a, c, g or t 



<400> 13 
gtttaaacgg 

cctttattaa 

atggttcgtg 



gaaatagact 
gttcaacgca 
attaaggtct 
tcgcattgat 
cattcaagaa 
ggacaaacta 
tgggtgcaag 



tacaggaaaa 
gggtgtcagg 
aactatttgt 
ccattggatc 
ctatgcttga 
tatggcgaca 
aggaagatga 
aaatgactga 
agngtctnac 
gtgaaagnac 



acgctactag 
ttccgagttg 
gatggccana 
tgctanaatg 
tcttctgaat 
aatangatgg 
atttccaatc 
tctggattgt 
gaacaagatt 
gaagaatccg 



ctcgggcagt 
gttcagaagt 
gagcatgcac 
cagtcangat 
caacttgatg 
atattttgga 
cgaatgaaga 
ctgaaaagat 
tgcctccaaa 
ncaccgaata 



tgctcatcac 
atattggaga 
catccataat 
ctgggggtgg 
gctttgaagc 
tcaagctctc 
tccgcttgat 
gcagagaaat 
naggtattca 
aganncacca 



accgactgta 
gggttccaga 
ctttatggat 
tgatagtgag 
atcaaacana 
tgangcctgg 
anttgaagat 
gatgggcnct 



cagagatcta 
acc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
593 



<210> 14 

<211> 126 

<212> PRT 

<213> Oryza sativa 

<220> 

<221> UNSURE 

<222> (20) 

<223> Xaa - ANY AMINO ACID 



<220> 

<221> UNSURE 

<222> (47) 

<223> Xaa - ANY AMINO ACID 



<220> 

<221> UNSURE 



24 



<222> (66) 

<223> Xaa = ANY AMINO ACID 



<220> 

<221> UNSURE 

<222> (70) 

<223> Xaa = ANY AMINO ACID 



<220> 

<221> UNSURE 

<222> (97) 

<223> Xaa = ANY AMINO ACID 



<220> 

<221> UNSURE 

<222> (101) 

<223> Xaa = ANY AMINO ACID 



<220> 

<221> UNSURE 

<222> (106) 

<223> Xaa = ANY AMINO ACID 



<220> 

<221> UNSURE 

<222> (115) . . (116) 

<223> Xaa = ANY AMINO ACID 



<400> 14 



Gly Thr Gly Lys Thr Leu Leu Ala Arg Ala Val Ala His His Thr Asp 
5 10 15 

Cys Thr Phe Xaa Arg Val Ser Gly Ser Glu Leu Val Gin Lys Tyr He 



20 25 



30 



Gly Glu Gly Ser Arg Met Val Arg Glu Leu Phe Val Met Ala Xaa Glu 
35 40 45 

His Ala Pro Ser He He Phe Met Asp Glu He Asp Ser He Gly Ser 
^ U 55 60 

Ala Xaa Met Gin Ser Xaa Ser Gly Gly Gly Asp Ser Glu Val Gin Arg 

70 75 80 



Thr Met Leu Asp Leu Leu Asn Gin Leu Asp Gly Phe Glu Ala Ser Asn 

95 



85 90 



25 



Xaa He Lys Val Xaa Met Ala Thr Asn Xaa Met Asp He Leu Asp Gin 
100 105 HO 



Ala Leu Xaa Xaa Pro Gly Arg He Asp Arg Lys Met Asn Phe 
115 120 125 



26 



